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3. Abstract	
  
The	
   identification	
  of	
   protein	
   components	
   of	
   in	
   vivo	
   functional	
   complexes	
   as	
  well	
   as	
   the	
   in	
   vitro	
  
investigation	
  of	
   their	
   three-­‐dimensional	
  structure	
  constitutes	
  a	
   fundamental	
  prerequisite	
   for	
   the	
  
elucidation	
  of	
  their	
  biological	
  functions	
  at	
  molecular	
  level.	
  
This	
  PhD	
  project	
  will	
  be	
  addressed	
  to	
  the	
  characterization	
  of	
  protein	
  complexes	
  both	
  in	
  vivo	
  and	
  in	
  
vitro	
   using	
   functional	
   proteomics	
   approaches	
   and	
   limited	
   proteolysis	
  methodologies	
   coupled	
   to	
  
advanced	
  mass	
   spectrometry	
   techniques.	
   Investigation	
   of	
   in	
   vivo	
   protein	
   complexes	
   involved	
   in	
  
pathologies	
  will	
  be	
  carried	
  out	
  by	
  identification	
  of	
  individual	
  protein	
  components	
  using	
  functional	
  
proteomic	
  approaches	
  to	
  understand	
  the	
  role	
  of	
  these	
   interactions	
   in	
  the	
  onset	
  of	
  diseases.	
  The	
  
interaction	
   between	
   proteins	
   and	
   ligands	
   (metals,	
   proteins,	
   lipids,	
   DNA/RNA,	
   drugs)	
   will	
   be	
  
investigated	
  in	
  vitro	
  by	
  ESIMS	
  analysis,	
  limited	
  proteolysis	
  and	
  cross-­‐lynking	
  experiments,	
  to	
  define	
  
complex	
  conformation	
  and	
  protein-­‐ligand	
  interacting	
  regions.	
  
	
  

	
  


